Mapping the Gene Ontology into the UMLS
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Notes:

· GO is a DAG with two relationships to its parent: is_a and part_of

· To avoid ambiguous meanings with other UMLS terms, GO added additional word to:
· “Molecular function”  terms with “activity”

· “Cellular component” terms with “location”

The original GO terms were kept in UMLS marked with suppressible. //check this out from database
· Tools available maybe useful to us (relevant to audit tools) :
http://www.geneontology.org/
